Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.120; data-to-parameter ratio = 17.4.
In the title compound, C 16 H 12 F 2 O 3 , the plane of the phenyl ring makes a dihedral angle of 3.22 (8) with that of the benzene ring. The molecule has an E conformation about the C C bond. In the crystal, molecules are linked via pairs of O-HÁ Á ÁO hydrogen bonds, forming inversion dimers which are further consolidated by a pair of C-HÁ Á ÁO hydrogen bonds. The dimers are linked via C-HÁ Á ÁO hydrogen bonds, forming columns along the b-axis direction.
Related literature
For the biological activity of chalcones, see : Di Carlo et al. (1999) ; Lin et al. (2002) . For a related structure, see: Ranjith et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). C16). The hydroxyl oxygen atom, O2, deviates by -0.0243 (12) Å from the benzene ring mean plane.
Experimental
In the crystal, molecules are linked via a pair of O-H···O hydrogen bonds forming inversion dimers which are further consolidated by a pair of C-H···O hydrogen bonds ( Fig. 2 and Table 1 ). The dimers are linked via C-H···O hydrogen bonds forming columns along the b axis direction (Table 1) .
A mixture of 3-hydroxy-4-difluoromethoxybezaldehyde (2 mmol), acetophenone (2 mmol) and sodiumhydroxide (2 mmol) in ethanol were placed in a conical flask and exposed to ultrasound irradiation. The reaction mixture was monitored by TLC. After completion of the reaction, the mixture was acidified with dilute HCl and kept in the fridge overnight. The product that separated out was washed with distilled water and recrystallized from ethanol [Yield = 96%; M.p. = 409-411 K]. Colourless block-like crystals, suitable for X-ray diffraction analysis, were obtained by slow evaporation of a solution of the title compound in hexane at room temperature.
Refinement
H atoms were placed in calculated positions, with O-H = 0.82 Å and C-H = 0.93-0.98 Å, and refined in a riding model with U iso (H) = 1.5U eq (O) and = 1.2U eq (C). The molecular structure of the title molecule, with atom labelling. Displacement ellipsoids are drawn at the 30% probability level.
Computing details

Figure 2
The crystal packing of the title compound viewed along the b axis. Hydrogen bonds are shown as dashed lines (see Table   1 for details; H-atoms not involved in hydrogen bonding have been omitted for clarity). where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.21 e Å −3 Δρ min = −0.18 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. #========================================================================= # 8. Refinement Data #========================================================================= Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(E)-3-[4-(Difluoromethoxy)-3-hydroxyphenyl]-1-phenylprop-2-en-1-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.58013 (9) 0.9403 (4) 0.34909 (8) 
